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-210 • 1 

■■211 • 451 

■■212 • UNA 

-.:j:3.-- Hordeum vulgare 
«.:220> 

<2 21> CDS 

<222.> (35) . . (339) 

<220 > 

<22i> misc_feature 

<222> (33) . . (336) 

<223> mature peptide 



<400-> 1 

cattaaactg atgacatgac agttcaagat ctcacagtca catcggcgat ctaatcagtc 60 

tcacaggaag cgagcgtaac aagg atg agt tea gtg gag aag aag ccg gag 111 

Met Ser Ser Val Glu Lys Lys Pro Glu 
1 5 

gga gtg aac acc ggt get ggt gac cgt cac aac ctg aag aca gag tgg 159 
Gly Val Asn Thr Gly Ala Gly Asp Arg His Asn Leu Lys Thr Glu Trp 
10 15 20 25 



cca gag ttg gtg ggg aaa teg gtg gag gag gee aag aag gtg att ctg 

Pro Glu Leu Val Gly Lys Ser Val Glu Glu Ala Lys Lys Val He Leu 
30 35 40 

cag gac aag cca gag gcg caa ate ata gtt ctg ccg gtg ggk acm att 



107 



255 



1 



Gin Asp Lys Pro Glu Ala Gin lie He Val Leu Pro Val Xaa Xaa He 

45 50 ' ^5 

qtg ace acg gaa tat egg ate gay cgc gtc cgc etc ttt qtc gat aaa 

Val -nr Met Glu Tyr Arg lie Asp Arg Val Arg Leu Phe Val Asp Lys 

60 6 5 7 0 

etc cac aae att gec cag gtc ccc agg gtc ggc tag caagcttgag 
he j Asp Asn lie Ala Gin Val Pro Arg Val Gly 

7 5 8 0 

- „4- ^.f if ^ .^nptfpqpr ^frtrHrtt- nnetataaca 409 



[gattgagat ttataaatca tatacaataa gagttgctgc gg 



710c 2 
JUL 8 4 

::i::l prt 

j 1 Hjrdeum vulgare 
ejJO ■ 

■ : J J 1 mlsc_f eature 

cjjj • (83) . . (336) 

L1J3- mature peptide 

-:4 0 0 ■ 2 

M-v "er Ser Val Glu Lys Lys Pro Glu Gly Val Asn Thr Gly Ala Gly 
15 10 15 



Asp Arg Lis Asn Leu Lys Thr Glu Trp Pro Glu Leu VaL Gly Lys Ser 
20 25 30 



Val Glu Glu Ala Lys Lys Val He Leu Gin Asp Lys Pro Glu Ala Gin 
35 40 45 



He lie Val Leu Pro Val Xaa Xaa He Val Thr Met Glu Tyr Arg He 
50 55 60 



A«p Arg Val Arg Leu Phe Val Asp Lys Leu Asp Asn He Ala Gin Val 
65 70 75 80 



Pro Arg Val Gly 



<210> 3 

<J11> 27 

<:212> DNA 

<J13> artificial sequence 



303 



34 9 



451 



2 



primer derived from H. vulgare CI-2A protein 



; ; 3 itccat gaagacagtg gccagag 



1 : ■ - <1 

: i ■ 2 8 

. I." DNA 

; - - artificial sequence 



j .".v. • primer from H. vulgare CI-2A protein 
:gagtc agccgaccct ggggacct 



. : . : J • :> 

;. T: • 21 

j: J - E'NA 

11 ■ artificial sequence 



• 2^ * primer from pCMVbipep 
on- r . 

crgtatctgg cggctccgtg g 



2 - '.' • b 

211 • 19 

- i 1 2 ■• ON A 

: 2 1 2- ^ artificial sequence 



<22?-* primer for pmCATIREShyg 

1 0 0 ■■ 6 
aoagotggcc ctcgcagac 



2 1 0 * 7 

211 - 20 

2 1 2 - DNA 

212^ artificial sequence 



2 2 U 
-j ■-, d * 



primer for pmCATIREShyg 



<4 0<> 7 

coca ct get t actggcttat 



:11> 19 



2 7 



28 



21 



19 



20 



3 



i> rtiA 

."•■> artificial sequence 



primer for pmCATIREShyg 
■ I 

: ; : ictcrca cgtcatttg 
.10 • 

. 1 :. • i-U 

. 1 ?■ • artificial sequence 
1 0 • 

■ primer for pmCATIREShyg 
r. ictaoqg cgagtttggt 



DNA 

artificial sequence 



■j.':.?.* primer for pmCATIREShyg 
. 4u0 - 10 

: .V- 1 cgt gaa aggctccatt 



<210> U 

<212> DHA 
213> artificial sequence 



■■210: 



primer for pmCATIREShyg 



■ A00> 11 

oaaatgttca caattagccc tg 



2 1 0 > 


12 


• 21 1> 


60 




D:JA 


< 213> 


artificial sequence 


■.220> 




- 223> 


primer for pCMVbipep/CI-2A 


-.400> 


12 


gaagatctat ggcggccgca ccaaaaaaga 



19 



2 0 



2 0 



22 



60 



4 




1? 

DKA 

artificial sequence 



pi'imer for pCMVbipep/C 1 -2A 



■ •].■' -gaqtc agccgaccct qgggacct 



2 1 : ■ 3D 

1 1 3 • r-NA 

j 1 > • artificial 

■ 3 j.;: • primer for human immunoglobulin heavy chain signal peptide 

■ -ic'i • M 

^aq.^tc^at ggactggatc tggcgcatcc 



- 2 : '") 1 5 

.rli • 23 

-.j'.j * DMA 

01:'.> artificial sequence 

■ "' ■ • primer for human immunoal obulin heavy chain signal peptide 

<<100 - 15 

gaqqatccag aatgagcgcc ggtagcag 



< 3 1 (") > 1 6 

<2ll> 31 

<313> DNA 

<2 1.V- artificial sequence 



22 ? > primer for pCMVbipepLS /CI-2A 

40^ 16 

rr.gtatctgg cggctccgtg g 



• 2 1 0 > 17 

-21 1> 55 

-:212> E'NA 

v213> artificial sequence 
^ 2 2 0 > 

<223> primer for pCMVbipep/CI-2A 



5 



i> 17 

ctaga ctacagctcg tccttgtagt cctcgaggcc gaccctgggg acctg 55 



1 a t i 1 i cial sequence 



■ ■ primer for pCMVbipep/CI -2A 
v": --tec it gaagacagag tggecagag 



:.: • 5>:a 

■ artificial sequence 



. ■ r rimer for pCMVbipep/CI-2A 
•a;; ; 9 

qqcct'.at tccaagcggc 



i : • ;8 

-212 • n:A 

'.■ ; 'i ■• artificial sequence 



•^22 3-- primer for pCMVbipep/CI-2A 
ctqccggtqg gtacaattgt gaccatgg 



<jHV- 11 
<iii:- 11 

* ill ^ r.iiA 



artificial sequence 



023* r-.rimer for pCMVbipep/CI -2A 
< -\ 0 0 ■> 1 i 

cf.qtatctigg cggctccgtg g 



< 2 I i j > 2 2 

<* 2 1 1 -> 21 

<212> DNA 

v213> artificial sequence 



2 9 



20 



21 



6 



primer for pCflVbipep/CI -2A 



atcx }q cggctccgtg g 



; . ) ; ; } 
i : : <;i 
I.': I 'MA 

artificial sequence 



2:1- primer for pCMVbipep/CI-2A 
■.■■") ■ 

ia jt; tt-.^- C gacaaagagg eggacgegat egatgegata ttcc 



:10 • 

I ■ . : "> 

: ! 2 • t:iA 

;]3- -trtificial sequence 



.3- primer for pCMVbipep/CI-2A 

:=o-* 2 4 

;gcet f .at tccaagcggc 



■11- 20 
; 1 2 - T=MA 

:I3> artificial sequence 



primer for pCMVbipep/CI -2A 



S0C> 2 5 

;gaccttat tccaagcggc 



2 I 0 ^ 2 6 

21 

2 1 2' - jWA 

2I3> artificial sequence 

223.- primer for pCMVbipep/CI-2A 
4 0 C;:-- 2 6 

tgtatctgg cggctccgtg g 



2K>> 27 
211- 54 



21 



44 



20 



20 



21 



7 



artificial sequence 



■ primer for pCMVbipep /CI-2A 

: : , : . ■', } 

r-.icta-jc tgcacaacca gcaatggcac tgaagacaga gtggccagag ttgg 54 



; 3 

"-■ 7 



1 ■ artificial sequence 



• 22 3 ■ \. rimer for pCMVbipep/CI-2A 

• 1 a:") 2 3 

at^agaa-gc ggccgcgccg accctgggga cctgggc 



."' I a * J 9 

2 1 1 • j 7 

; i: • l ; ma 

/13- artificial sequence 



22 3:- primer for pCMVbipep/CI-2A 
4 0!.:.- .9 

.-i^-i^agqaa actatga 



37 



17 



OlO- 30 

'.:ir-> 115 

<ji:'> :«ma 

<213> artificial sequence 
<220> 

<22 3> nucleotide sequence encoding a randomly composed amino acid seque 



ctgccggtgg gtacaattgt gctgcgctac atggaccgcg caatagtgat gaacgtgaac 60 



altagcgcac gcaaactacg gattgatcgc gtccgcctct ttgtcgacaa actcg 



115 



<210> 31 

<211> 25 

< 2 1 2 > DNA 

v213> artificial sequence 
220> 

<223> primer for SEQ ID NO: 30 



8 



■ ?1 

ttctc gacaaagagg cggac 



[:NA 

artificial sequence 



■;. • primer for SEQ 1 D NO: 30 
;t locgqtg ggtacaattg 



■ 1 :. ) ■ 3 3 

■:; ■ 8 3 

. ] 2 ■ L'NA 

; 1 ':■ ■ artificial sequence 



degenerate oligonucleotide 



■ I * ir.isc_f eature 

:3 * "n" cna be any nucleotide (a, c, g or t) 



25 



cgcctcttt gtcgacaaac teg 



2Ur> 34 

jll> 25 

2 1 2 > DNA 

21 3> artificial sequence 



. .': 2 0 > 

;223> primer for SEQ ID NO: 33 
■ 4 0 0 > 3 4 

rgagtttgtc gacaaagagg cggac 



20 



4 !"j 0 * 3 3 

ctqccgqtg ggtagaattc nnnnknnknn knnknnknnk nnknnkcgga ttgatcgcgt 60 



83 



25 



210> 35 

■ 2U> 12 
:212> PRT 

2i3> artificial sequence 

■ 220> 

;223> signal peptide present in pCMVbipepER/CI-2A 

*400> 35 



9 




Met Ala Ala Pro Lys Lys Lys Arg Lys Val Gly Ser 
5 10 

• 21="' - 3 6 

■ 21. • 21 

■ 21 : ■ PRT 

■ . 2L J artificial sequence 

• 2 2 ' ■ 

signal peptide for pCMVbipepNLS/CI-2A 



M^- Asp Trp lie Trp Arg He Leu Phe Leu Val Gly Ala Ala Thr Gly 
15 10 15 



AL: His Ser Ala Ser 

20 

• . K: • 37 

■ 2 : i ■ 8 

• 2 1 2 - PRT 

• 2 1 2 ■ artificial sequence 



•■222- signal peptide for pCMVbipepSL/CI -2A 

• J 00 37 

Lou Glu Asp Tyr Lys Asp Glu Leu 

5 

- 210 • 38 

• 211 • 23 

2 1 2 .> PRT 
•.212> artificial sequence 

*■ 2 2 0 % 

■■22 3 > fragment constituting random insert 
■■4U0.> 38 

V-il Leu Arq Tyr Met Asp Arg Ala He Val Met Asn Val Asn He Ser 

10 15 



1 


5 


A 1 'i Arg 


Lys Leu Arg He Asp 




20 


■■ 2 1 0 > 


39 


2 1 1 > 


5788 


2 1 2: > 


DNA 


< 2 1 3 > 


artificial 


< 2 2 0> 




< 2 2 3 > 


Hybrid circular plasmid 


■:400> 


39 



10 




tcgcgcgttt cggtgatgac ggtgaaaacc 
cagcttgtct gtaagcggat gccgqgagca 
^tggcgggtg tcggggct.gg cttaactatg 
accat:atgcg gtgtgaaata ccgcaca^qat 
attcgccatt caggctgcgc aactqttggg 
tacgccagct ggcgaaaggg ggatgtgccg 

gagtccgtta ca taacttac ggtaaatggc 
ccatt gacgt caataatgac gtatgttccc 
cgtcaatggg tggagtattt acggtaaact 
atgc^aagta cgccccctat tgacgtcaat 
cagtacatga ccttatggga ctttccract 
attaccatgg tgatgcggtt ttggcagtac 
cggggatttc caagtctcca ccccattgac 
caacgggact ttccaaaatg tcgtaacaac 
cgtgtacggt gggaggtcta taaaaagggt 
cgatagactg agtcgcccgg gtacccgtgt 
aatcgtggtc tcgctgatcc ttgggagggt 
gggtctttca tttgggggct cgtccgggat 
caccgtcggg aggtaagctg gccagcgatc 
tgtgtgtgtg tgccggcatc tactttttgc 
actagatctg tatctggcgg ctccgtggaa 
ccctgggaga cgtctcagag gcatcggggg 
cgcggccgcc atgtagtcta gaacgcgttg 
ctcggagatc tgggcccatg cggccgcccc 
aaggccggtg tgcgtttgtc tatatgttat 
tgagggcccg gaaacctggc cctgtcttct 
tcgccaaagg aatgcaaggt ctgttgaatg 
cttgaagaca aacaacgtct gtagcgaccc 




tctgacacat gcagctcccg gagacggtca *" J 
gacaagcccg tcagggcgcg tcagcgggtg 

cggcatcaga gca :jattgta ctgagagtgc I "'■ 0 

gcgtaaggag aaa at.accgc atcag gogcc : a 

aaqqgcqatc ggtgcgggcc tcttcgctat /■■ |: J 

caaggcgatt aagttgggta acgccagg^t " ! 

r, ,y— ^r r! — +- /- f- .-- rt ,~i q q +- t" H '1 C.*' ri CI C. 3. 4 

ccgcctggct qaccgcccaa cgaocccc 3c -1 c 0 

atagtaacgc oaatagggac tttccattga 540 

gcccacttgg cagtacatca agtgtatcat '"00 

gaoggtaaat qgcccgcctg gcattatgcc >'><0 

tgg-agtaca tctacgtatt agteatcgct "O) 

at:aatgggc qtggatagcg grt cgactca "?o0 

gtcaatggga gtttgttttg gcaccaaaat o40 

tccgccccat rgacgcaaat ggg^ggtagg '.*00 

aagaacccca oactcggcgc gccagtcctc '^0 

atccaataaa gccttttgct gttgcatccg lM-'-'O 

ctcctcagag tgattgactg cccagcctgg 1080 

ttggagaccc ccgcccaggg accaccgacc 1140 

gttttgtctc cgtctctgtc tttgtgcgtg l/.'OO 

gcctgcgtct gattctgtac tagttagcta ll'^O 

gaactgacga gttcgtattc ccgaccgcag 1?>20 

ggggatccag agctcgagct ttgaaaaaca l>-:0 

atcagttaac gaattcgaag ggtcccaggc 1440 

ctaacgttac tggccgaagc cgcttggaat 1500 

tttccaccat attgccgtct tttggcaatg 1560 

tgacgagcat tcctaggggt ctttcccctc 1620 

tcgtgaagga agcagttcct ctggaagctt 1680 

tttgcaggca gcggaacccc ccacctggcg 1740 

11 



acaqgtgcct ctgcggccaa aagccacgtg tataaqatac acctgcaaag gcgqcacaac ?. ° r Q 



1 <- 



cccagtgcca cgttgtgagt tggatagttg tggaaagagt caaatggctc tcctcaaqcg 

tattcaacaa ggggctgaag gatgcccaqa aggta-::ccca ttgtatggga tctgatctgg 

ggcctcggtg cacazqzV.tt acatgtgv.t agtcgaggt;t aaaaaa::gt:c taggcccr:cc 

gaaccacggg ga-gtggttt tccttt gaaa aaca-gattg c:gcgtgtgg cctcgaacac 

+- - :j ^ +- :^nnnaf,-nn ^ ,P 1" t .T =1 ^ ( T a *" H d :: 1 1 1 a C 3 C 0 C 3 U -13 Z t 

'..ya'j^Mu^^^ ^ ^ -l* -.j - - - - ^ - ■ ■ > 3 j - ■ _j ^ ^ s - - - 

:tccggccgc ttgggtggag aggctattcg gctatgactg ggcacaacag acaatcggct 
gctctgatgc cgccgtgttc cggctgtcag cgcaggggog cccggttctt tttgtcaaga 
ccgacctgtc cggtgc-ctg aatgaact jc aggac gaggc ag-gcggcta tcgtggctgg 
—acgacggg cgttcct-g- gcagctgtgc tcgacgttgc cartgaagcg ggaaggga^t 
ggctgctatt gggcgaagtg ccggggcagg atctc -tgtc atctcacctt gctcctgccg 
agaaagtatc catcatggct gatg-aatgc ggcgg -tg- a tacgcttgat ccggctacct 
gcccattcga ccaccaagcg aaacatcgca tcgagcgagc acgtactcgg atggaagccg 
gtcttgtcga tcaggatgat ctggacgaag agcatcaggg gctcgcgcca gccgaactgt 
tcgccaggct caaggcgcgc atgcccgacg gcgaggatct cgtcgtgacc catggcgatg J: 6 4 0 
cctgcttgcc gaatatcatg gtggaaaatg qccgcttttc tggattcatc gactgtggcc 
ggctgggtgt ggcggaccgc tatcaggaca tagcgttggc tacccgtgat attgctgaag 3760 
agcttggcgg cgaatgggct gaccgcttcc tcgtgcttta cggtatcgcc gctcccgatt 3b.:0 
cgcagcgcat cgccttctat cgccttcttg acgagttctt ctgacttaag acaatagaag 



MM 

i ! :') 
4 1 

r i 3 0 
54 0 

/no 



8 0 



attgtaaatc acgtgaataa aagattttat tcagtttaca gaaagagggg ggaatgaaag 2940 



accccttcat aaggcttagc cagctaactg cagtaacgcc attttgcaag gcatgggaaa 
ataccagagc tgatgttctc agaaaaacaa gaacaaggaa gtacagagag gctggaaagt 
accgggacta gggccaaaca ggatatctgt ggtcaagcac tagggccccg gcccagggcc 
aagaacagat ggtccccaga aacagagagg ctggaaagta ccgggactag ggccaaacag 
gatatctgtg gtcaagcact agggccccgg cccagggcca agaacagatg gtccccagaa 
atagctaaaa caacaacagt ttcaagagac ccagaaactg tctcaaggtt ccccagatga 
ccggggatca accccaagcc tcatttaaac taaccaatca gctcgcttct cgcttctgta 3360 
cccgcgctta ttgctgccca gctctataaa aagggtaaga accccacact cggcgcgcca 3430 



30 00 
30 60 
31. :0 
3180 
3: 4 0 
3300 



12 




gtcctccgat agactgagtc gcccgggtac 
catecgaatc gtggtctcgc tgatocrtgg 
aggcatgcaa gcttggcgta atoa + :ggtca 
ctizacaattc ::acacaacat acgagccgga 
tgagtgagct aactcacatt aa*:t ^cgttg 
ctgtcgtgcc aqctgcatta atgaatcggc 

gcggtatcag :'.cactcaaa ggoggtaata 
ggaaagaaea t:gtgagcaaa aggcaagcaa 
ct ggcgtttt tacata ggct ccgc :cccct 
cagaggtgg^ gaaaccagac aggac:ataa 
ctagcgcgct -ucctgttcc gaccctgccg 
tcgggaagcg tggcgctttc tcaatgataa 
gttcgctcaa agctgggctg tgtg^acgaa 
tccggtaact atcgtcttga gtccaacccg 
gccactggt.a aaaggattag cagagcgagg 
tggtggccta actacggcta cactagaagg 
ccagttacct toggaaaaag agttggtagc 
agcggtggtt tttttgtttg caagcagcag 
gatcctttga tottttctac ggggtat gac 
attttggtca tgagattatc aaaaaggatc 
agttttaaat caatctaaag tatatatgag 
atcagtgagg cacctatctc agcgatctgt 
cccgtcgtgt agataactac gatacgggag 
ataccgcgag acccacgctc accggctcca 
agggccgagc gcagaagtgg tcctgcaact 
tgccgggaag ctagagtaag tagttcgcca 
gctacaggca tcgtggtgtc acgctcgtcg 
caacgatcaa ggcgagttac atgatccccc 




ccgtgtatcc aataaagcct tttgctgttg ?4P(~ 

g agggtctcc tcctct g t < : g c tcgacctg c a a < '» ( 

tagctgttrc etgtgtgaaa ttgttatccg :-60U 

agcataaagt gtaaagcctg gggtgcctaa aMii i 
cgc tea cage ccgct::cca gtagggaaac i 

caacgcgcgg ggagaggcgg tttgcgtatt V. ; = ' 

r ■-'.nr. *" aea ooatcattc^ actn-^qqraa '■ -H a 

cggttatoca cagaatcagg ggataacgca a'Vm 

aaggccagga aaagtaaaaa ggccij^gttg ;-, ^"a 

ga ::gagcatc acaaaaatcg acgctcaagr -1 U/0 

agataccagg cgtttcccec tggaagetca 4 ■>:•:.> 

ctta-cggat acctgtccgc ctttctccc: 4 *. 4 n 

cgctgtaggt atctcagttc ggtgtaggtc 4.:0 0 

cccccc-jttz agcccgac-g ctgcgcctta 4.":6o 

gtaagacacg acttatcgcc actggcagca 4 31'0 

tatgtaggcg gtgctacaga gttcttgaag 4 38 0 

acagtatttg gtatctgcgc tctgctgaag 444 0 

tcttgatccg gcaaacaaac caccgctggt 4 500 

attacgcgca gaaaaaaagg atctcaagaa 4 560 

gctcagtgga acgaaaactc acgttaaggg 4 6a , 0 

ttcaccraga tccttttaaa ttaaaaatga 4 630 

taaacttggt ctgacagtta ccaatgctta 4740 

ctatttcgtt catccatagt tgcctgactc 4800 

ggcttaccat ctggccccag tgctgcaatg 4860 

gatttatcag caataaacca gccagccgga 4 920 

ttatccgcct ccatccagtc tattaattgt 4980 

gttaatagtt tgcgcaacgt tgttgccatt 5040 

tttggtatgg cttcattcag ctccggttcc 5100 

atgttgtgca aaaaagcggt tagctccttc 5160 

13 



^ 4 0 0 > 4 0 

ggr.jaggaat tctccggaat tggctagcct agagtccgtt acataact 



<31C> 41 

".:*.11> 63 

*.3i3> DIIA 

<:::?-> artificial sequence 
•:3 30> 

3 > primer for PUT 649 
gaggactggc gcgccgagtg tggggttctt acccttttta tagacctccc accgtacacg 



5.;.eo 

54(Ki 
54<>0 



gqtrctccga tcgttgtcag aagtaagttg gccgoagtgt. tatcactcat qattatggca 

g — tgcata attctcttac tgtcatgcca tccgtaagat gcttttctgt gactggtgag 

t ,,.. : ,acca agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg 

t- , rtacgg.} ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa 

c-ir-. rttcgj ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa 

. . 4-4- 4- ,-,-t- (-^rtnnnt 5 5 ' : ) 

C'.-~ jctcgt'-j cacccaactg arcitcdyud lol.ulo^lu - - - - - ? ? ^ - z, - 

g.v.daaacaj gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga 5550 

a-..:.--tcata; tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg 56.10 

ao vjaataca tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt 5700 

c,-r.::gaaaag tgccacctga cgtctaagaa accattatta tcatgacatt aacctataaa 5760 

57 3 3 

aoraggcgtEi tcacgaggcc ctttcgtc 



. .': 1 3 : * 4 C 

3 11/- 4 8 

.313> UNA 

3:3' artificial sequence 
33 3 "* 

.;j:':> primer for PUT 649 



48 



60 
63 



<^10> 4 2 

<311> 76 

< 3 1 3 > DNA 

^ 3 1 3 > artificial sequence 

< 3 3 0 > 

<333> primer for pBiZeo-Neo 



14 



<4Q0> 4; 

agatctocga ggcctgggac ccttcgaatt cgttaactga tcaacgcgtt ctagactaca 
Lqgcggccgc gtgttt 



::::o> 


4 3 




. : : 1 • 


4 4 




.1 12> 


on a 




: .'i 1 3 : ■ 


artificial 


sequence 


■ >'?3> 


primer for 


pBiZeo-Neo 


:4 00 > 


4 3 





gggggatcca gagctcgagc tttgaaaaac acgcggccgc catg 



60 
7 6 



44 



15 



